Reference Kevy

* All alignments use human as archetypal as a reference point. Mouse and/or other species are
used as other known references where available.

e “V” denotes first amino acid of mature human sequence. All other species’ alignments are
shifted in relation to that aa. This break is artificial and meant to make it somewhat
easier to separate the signal/propeptide sequence from mature sequence (Kingfisher sequence
of interest).

* NCBI and Uniprot sequences are included for all species. If no NCBI/Uniprot sequence is
shown in the alignment, the only sequence available for that particular gene in that
particular species came from a VIRN lab.
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Hs CCL2 (NM_002982) MKVSAALLCLLLIAATFIPQGLA~QPDAINAPVTCCYNFTNRKISVQRLASYRRITSSKCPKEAVIFKTIVAKEICADPKQKWVQDSMDHLDKQTQTPKT*

Hs CCL2 (PL13500) ittt e e e e T e e e e e e e e e e e e

Mm CCL2 (NM_011333) .Q.PVM. .G..FTV.GWSIHV..~....V...L....S..SKM.PMS. .E. .K..... R...... V.V.KLKR.V..... KE...TYIKN. .RNOMRSEPTTLFKTASAL
Mm CCL2 (P10148) .Q.PVM. .G..FTV.GWSIHV..~....V...L....S..SKM.PMS. .E. .K..... R...... V.V.KLKR.V..... KE...TYIKN. .RNOMRSEPTTLFKTASAL
Ec CCL2 (VIRN) ... ....... T..A.ST.V..~...... S...... T..GK...S...G.. K. V............... L........ E...... AVKQ...KA....P*

Ec CCL2 (mature) = ~rommmmmmmnnnnn S...... T..CGK...S...G..K.V............... L.o....... E...... AVKQ...KA....P*

Ec CCL2 (NM_001081931) ............ T..A.ST.V..~...... S...... T..GK...S...G..K.V............... L........ E...... AVKQ...KA....P*

Ec CCL2 (Q9TTQ3) . viieo... T..A.ST.V..~...... S...... T..CGK...S...G.. K. V... uuiuiiueon.. L.o....... E...... AVKQ...KA....P

Bt CCL2 (VIRN) ... ....... TV.A.STEV..~...... SQ.A.. . T.NSK...M.. MN...V............... L INY.N.KN....P*

Bt CCL2 (mature) = ~rrmmmmmninnnnin SQ.A...T.NSK...M...MN...V............... LG..L..oiiiiinn INY.N.KN....P*

Bt CCL2 (NM_174006) ............ TV.A.STEV. .~...... SQ.A...T.NSK...M.. MN...V............... LG..L............ INY.N.RKN....P*

Bt CCL2 (P28291) = ............ TV.A.STEV. .~...... SQ.A...T.NSK...M.. MN...V............... LG..L............ INY.N.KN....P

Ss CCL2 (VIRN)  ............ T....CT.V..~...... S...... TL.SK...M... M....V............... AG..... E......... IS .KN....P*

Sw CCL2 (mature) = -~ orvmmmmm i S...... TL.SK...M... M....V............... AG..... E......... IS KN. .. .Pp*

Ss CCL2 (X79416)  ............ T....CT.V..~...... S...... TL.SK...M.. .M. ... V... ............. AG..... E......... IS KN .. P*

Ss CCL2 (P42831) = ..... ..., T....CT.V..~...... S...... TL.SK...M.. .M. ... V... ............. AG..... E......... IS KN....P

120 130 140 150

Hs CCL2 (NM_002982)

Hs CCL2 (P13500)

Mm CCL2 (NM_011333) RSSAPLNVKLTRKSEANASTTFSTTTSSTSVGVTSVTVN*
Mm CCL2 (P10148) RSSAPLNVKLTRKSEANASTTEFSTTTSSTSVGVTSVTVN
Ec CCL2 (VIRN)

Ec CCL2 (mature)

Ec CCL2 (NM_001081931)

Ec CCL2 (Q9TTQ3)

Bt CCL2 (VIRN)

Bt CCL2 (mature)

Bt CCL2 (NM_174006)

Bt CCL2 (P28291)

Ss CCL2 (VIRN)

Sw CCL2 (mature)

Ss CCL2 (X79416)

Ss CCL2 (P42831)
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(NM_002983)
(P10147)
(NM_013025)
(P50229)
(EU366956)
(Q5QNWO)
(VIRN)
(mature)

CCL3L1 (VIRN)
CCL3L1 (mature)
CCL3L1 (AY643423)
CCL3L1 (Q6DUK4)
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CCL4L1 (Q8NHW4)
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NM 013653
AF506970
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(mature)
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Hs CCL1l (NM_002986) MKVSAALLWLLLIAAAFSPQGLA~GPASVPTTCCFNLANRKIPLORLESYRRITSGKCPQKAVIFKTKLAKDICAD PKKKWVQODSMKYLDQKSPTPKP*
HS CCLLL (P5L67TL) ettt et e e e e e e e e
Mm CCL1l (NM _01330) .QS.T...F...TVTS.TS.V..~H.G.I..S...IMTSK.. .NTL.K..K...NNR.TL..IV...R.G.E............ AT.H....LQ....*
Mm CCL11 (P48298) .QS.T...F...TVTS.TS.V..~H.G.I..S...IMTSK.. .NTL.K..K...NNR.TL..IV...R.G.E............ AT.H....LQ...
Ec CCL1l (NM_001081871) ........ C...TT....T.V..~Q.V.IS.V....V.S...SF...Q...K...S............ 0..K...... o..... A..... EN.R.T.YSSF*
Ec CCL11l (Q9TTQ4) ........ C...TT....T.V..~Q.V.IS.V....V.S...SF...Q...K...S............ 0..K...... Q..... A..... EN.R.T.YSSF
Bt CCL1l1 (VIRN) ..... V..C...T.TLC.I.V..~Q...I..I....MSKK..SI...Q...K...S......... N..QN.K..V..QE....NA.E..N...Q.L.S*
Bt CCL11l (mature) Q...I..I....MSKK..SI...Q...K...S......... N..QN.K..V..QE....NA.E..N...Q.L.S*
Bt CCL1l (AJ132003)  ..... V..C...T.TLC.I.V..~Q...I..I....MSKK..SI...Q...K...S......... N..QN.K..V..QE....NA.E..N...Q.L.S*
Bt CCL11 (Q9TTS6) ..... V..C...T.TLC.I.V..~Q...I..I... MSKK..SI...Q...K...S......... N..QN.K..V..QE....NA.E..N...Q.L.S
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CXCL9
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Hs CXCL9 NM 002416 MKKSGVLFLLGIILLVLIGVQGTPVVRKGRCSCISTNQGTIHLOSLKDLKQFAPSPSCEKIEIIATLKNGVQTCLNPDSADVKELIKKWEKQVSQKKKQOK
Mm CXCL9 NM 008599 MKSAVLFLLGIIFLEQCGVRGTLVIRNARCSCISTSRGTIHYKSLKDLKQFAPSPNCNKTEIIATLKNGDQTCLDPDSANVKKLMKEWEKKISQKKKOK
Bt CXCL9 XM 591770 MKKS~APLFLGIIFLTLTGVQGVPAIRNGRCSCINTSQGMIHPKSLKDLKQFAPSPSCEKTEIIATMKNGNEACLNPDLPEVKELIKEWEKQVNQKKKOR
Bt CXCL9 VIRN EU276061 MKKS APLFLGIIFLTLTGVQGVPAIRNGRCSCINTSQGMIHPKSLKDLKQFAPSPSCEKTEIIATMKNGNEACLNPDLPEVKELIKEWEKQVNOKKKOR
Bt CXCL9 (mature) VPAIRNGRCSCINTSQGMIHPKSLKDLKQFAPSPSCEKTEIIATMKNGNEACLNPDLPEVKELIKEWEKQVNQKKKOR

Ss CXCL9 EST BP169836 MKKSSVALLLGIIFLTLIGVQGTLLMRNGRCSCINTSQRMIHLKSLRDLKQFAPSPSCEKMEVIATMKNGDQTCLNPDSPDVKKID*RVGETGQPKEKAK
Ss CXCL9 VIRN EU364897 MKKSSVALLLGIIFLTLIGVQGTLLMRNGRCSCINTSQRMIHLKSLRDLKQFAPSPSCEKMEVIATMKNGDQTCLNPDSPDVKKLIKEWEKQVSLKKKOK

Ss CXCL9 (mature) TLLMRNGRCSCINTSQRMIHLKSLRDLKQFAPSPSCEKMEVIATMKNGDQTCLNPDSPDVKKID*
Ec CXCL9 VIRN EU438776 MKKSGVPFVLGIIFLTLIGVQGAPVMRKGRCSCIKTSQGTIRPKLLKDLKQFAPSPSCETTEIIATMKNGDQTCLNPDSAEVKELIKEWEKQVSQKKKOK
Ec CXCL9 KF TH-341 APVMRKGRCSCIKTSQGTIRPKLLKDLKQFAPSPSCETTEITIATMKNGDQTCLNPDSAEVKELIKEWEKQVSQKKKQOK
110 120
P O S e I
Hs CXCL9 NM 002416 NGKKHQK~KKVLKVRKSQ~RSROKKTT*
Mm CXCL9 NM 008599 RGKKHOKNMKNRKPKTPQSRRRSRKTT *
Bt CXCL9 XM 591770 KGKKYKKTKKVPKVKRSQRPSQKKTT*
Bt CXCL9 VIRN EU276061 KGCKKYKKTKKVPKVKRSQ-RPSQKKTT*
Bt CXCL9 KF TH-152 KCKKYKKTKKVPKVKRSQ~RPSQKKTT*

Ss CXCL9 EST BP169836 EREKTSKNQESSKS*KIS~TS*SKEDDM
Ss CXCL9 VIRN EU364897 KGKNIQKPRKFEKLKNLN-VLIKRR*
Ss CXCL9 KF DT-421

Ec CXCL9 VIRN EU438776 KCGCKKHQOKTKKFPKVKKWQ RPROKKAT*
Ec CXCL9 KF TH-341 KCKKHQKTKKEFPKVKKWQ ~RPROKKAT*



CXCL10
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Hs CXCL10 (NM_001565) MNQTAILICCLIFLTLSGIQG~~VPLSRTVRCTCISISNQPVNPRSLEKLEIIPASQFCPRVEIIATMKKKGEKRCLNPESKAIKNLLKAVSKERSKRSP*
Hs CXCL10 (PO2778) ettt e e ™ e e e e e e e e e e e e e e e e e e
Mm CXCL10 (NM_021274) ..PS.AV.F...L.G T I..A..... N..H.DDG..RM.AIG........ LS............ ND.Q........ T M. .F.QK A.*
Mm CXCL10 (P17515) ..PS.AV.F...L.G...T..~~I..A..... N..H.DDG..RM.AIG........ LS............ ND.Q........ T....M..F.QK A
Ec CXCL10 (VIRN/EU438777) ...S.V..L......... T..~~I..... A..... N..DR.IP........ M..... S.Q.......... N........... V...... I..Q...... RTLREV*
Ec CXCL10 (mature) I..... A..... N..DR.IP........ M..... S.Q.......... N........... V...... I..Q...... RTLREV*
Bt CXCL10 (VIRN) ..KSGF..F...L....QGV ....NT..S..E GS.......... V..... S, N........... T....... IN.Q.T RTRKEA*
Bt CXCL10 (mature) = ~orommmmmmmnnnnnnnnnnnn NT..S..E GS.......... V..... S N........... T....... IN.Q.T RTRKEA*
Bt CXCL10 (BC112547) ..KSGF..F...L....QGV ....NT..S..E GS.......... V..... S, i N........... T....... IN.Q.T RTRKEA*
Bt CXCL10 (Q2K1Q8) ..KSGF..F...L QGV NT..S..E GS.......... V..... S, N........... T....... IN.Q.T RTRKEA
Ss CXCL10 (VIRN) ...S. V.. F...L..... T.~~GI........... K..DR........... M..... S..H......... N........... T....... I......... RTQREA*
Ss CXCL10 (mature) =~ ~ovmmmmnmnnnnnnnnnn L K..DR........... M..... S..H......... N........... T....... I......... RTQREA*
Ss CXCL10 (AY789646) S.V..F L..... T.~~GI........... K..DR........... M..... S..H......... N........... T....... I......... RTQREA*
Ss CXCL10 (Q5s1s3) S.V..F L..... T.~~GI........... K..DR........... M..... S..H......... N........... T....... I......... RTQREA



CXCL11

Hs CXCL1l NM 005409
CXCL1l NM 019494
CXCL1l XM 594243
CXCL1l1l VIRN THO1ll
CXCL1l1l (mature)
EST BX914688
CXCL11l VIRN TH404

CXCL1ll (mature)

Bt
Bt
Bt
SsS
Ss
Ss

Hs CXCL1l NM 005409
CXCL1l NM 019494
CXCL11l XM 594243
CXCL1ll (mature (
CXCL1l1l KF TH-101
EST BX914688
CXCL11l VIRN TH404

CXCL1ll (mature)

Bt
Bt
Bt
Ss
Ss
Ss

ONM*
KNI*
KNI*
KNI*
ONV*
ONV*
ONV*
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IH....... T...V...AH. .R.......... NV.M..... M. .LRY
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GM-CSF

Hs

Ec
Ec
Ec

Hs

Ec

Ec
Ec

CSF2 NM 000758
CSF2 NM 009969
GM-CSF NM 001081882
GM-CSF VIRN TH308
GM-CSF (mature)

CSF2 NM 000758
CSF2 NM 009969
GM-CSF NM 001081882
GM-CSF VIRN TH308
GM-CSF (mature)
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MWLQSLLLLGTVACSIS APARSPSPSTQPWEHVNAIQEARRLLNLSRDTAAEMNETVEVISEMFDLQEPTCLOQTRLELYKQGLRGSLTKLKGPLTMM
MWLONLLFLGIVVYSLS APTRSPITVTRPWKHVEAIKEALNLLD DMPVTLNEEVEVVSNEFSFKKLTCVQTRLKIFECGLRGNEFTKLKGALNMT
MWLONLLLLGTVVYSMP APTRQPSPVTRPWQHVDAIKEALSLLNNSSDTAAIMNETVEVVSETFDAEELTCLOTRLKLYKQGLRGSLIKLEGPLTMM
MWLONLLLLGTVVYSMP APTRQPSPVTRPWQHVDAIKEALSLLNNSSDTAAIMNETVEVVSETFDAEELTCLOTRLKLYKQGLRGSLIKLEGPLTMM
APTRQPSPVTRPWQHVDAIKEALSLLNNSSDTAAIMNETVEVVSETFDAEELTCLQTRLKLYKQGLRGSLIKLEGPLTMM
110 120 130 140 150
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ASHYKQHCPPTPETSCATQIITFESFKENLKDFLLVIPEDCWEPVQE*
ASYYQTYCPPTPETDCETQVTTYADFIDSLKTFLTDIPFECKKPGQK*
ASHYKQHCPPTLETSCATQOMITFKSFKKNLKDFLEFEIPEDCWNQPRSKAGLPARS*
ASHYKQHCPPTLETSCATQMITFKSFKKNLKDFLFEIPEFDCWSQPRSKAGLPARS*
ASHYKQHCPPTLETSCATQOMITEFKSFKKNLKDFLEFEIPEDCWSQPRSKAGLPARS*



IFN-al

Hs

Bt
Bt
Bt
Ec
Ec
Ec
Ss
Ss
Ss

Hs

Bt
Bt
Bt
Ec
Ec
Ec
Ss
Ss
Ss

IFNal NM 024013
IFNal NM 010502
IFNaA M10952

IFNaA VIRN/EU276064
IFNaA (mature)
IFNal A33683

IFNal VIRN

IFNal KF TH-278
IFNa DQ872654

IFNa VIRN/EU364896
IFNa (mature)

IFNal NM 024013
IFNal NM 010502
IFNaA M10952

IFNaA VIRN/EU276064
IFNaA (mature)
IFNal A33683

IFNal VIRN

IFNal (mature)

IFNa DQ872654

IFNa VIRN/ EU364896
IFNa (mature)
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Hs IFNb (P01574) MTNKCLLQIALLLCFSTTALS~~MSYNLLGFLORSSNFQCOKLLWQLNGRLEYCLKDRMNFDIPEEIKQLOQFQKEDAALTIYEMLONIFAIFRODSSST
Mm IFNb (NM 010510) .N.RWI.HA.F.......... INYKQ.QLOERTNIRK~. .E. .E. ... .KINLTYRADFKIPMEMTE .MQKSYT~~AF.IQ~~. . ... V.LV..NNF. ..
Mm IFNB (P01575) N.RWI.HA.F.......... INYKQ.QLOERTNIRK~. .E. .E. ... .KINLTYRADFKIPMEMTE .MQKSYT~~AF.IQ~~..... V.LV..NNF. ..
Bt IFNb (VIRN) LYR.LL MV R..S..R.Q..Q.IKE..... G..PSTPQH..EA..D.QM...M..E........ I.VM..V..H..G.LTR.F...
Bt IFNb (mature ) R..S..R.Q..Q.IKE..... G..PSTPQH..EA..D.QM...M..E........ I.VM..V..H..G.LTR.F. ..
Bt IFNb (M15477) CYR.LL MV R..S..R.Q..Q.1IKE..... G..PSTSQH..EA..D.QM...M..E........ I.VM..V..H..G.LTR.F...
Bt IFNb (P01578) LYRLLL MV R..S..R.Q..Q.IKE..... G..PSTSQH..EA..D.QM...M..E........ I.VM..V..H..G.LTR.F...
Ss IFNbl (mature) SYDV~.RYQ..... IA..... G..P.TPQ...E..... EV....M.PP....... V.I.H....Q..G.L.RNF...
Ss IFNbl (AY687281) ALLLT. ... M........ MSYDV~.RYQ. . ... IA..... E..P.TPQ...E..... EV....M.PP....... V.I.H....Q..G.L.RNF...
Ss IFNbl (Q68I64) -V SR M........ MSYDV~.RYQ. . ... IA..... E..P.TPQ...E..... EV....M.PP....... V.I.H....Q..G.L.RNF...
110 120 130 140 150 160 170 180 190
R [ A N SR R IR IO (RN EVURR IO IR VPR IO IO B
Hs IFNb (P01574) GWNETIVENLLANVYHQINHL~~KTVLEEKLEKEDFTRGKLMSSL~~HLKRYYGRILHYLKAKEYSHCAWTIVRV~~EILRNFYFINRLTGYLRN
Mm IFNb (NM 010510) ....... VR..DEL~..QTVEL~....... Q.ERLTWEM-~~~. .TAL...S..W.VQR...LMK.NSY. .M~.~.RA..F.. .LI.R...RNFQ.*
Mm IFNB (P01575) ....... VR..DEL~..QTVFL~....... Q.ERLTWEM~~~. .TAL...S..W.VQR...ILMK.NSY..M~.~.RA..F...LI.R...RNFQ.
Bt IFNb (VIRN) ..S...I.D..EEL.G.M.R.QPIQKEIMQKQNTTAGDTIVP ..GK..FNLMQ..ES...DR....~.~.QVQ..T.VS.IM..... V.D*
Bt IFNb (mature) ..S...I.D..EEL.G.M.R.QPIQKEIMQKQNTTAGDTIVP ..GK..FNLMQ..ES...DR....~.~.QVQ..T.VS.IM..... V.D*
Bt IFNb (M15477) ..S...I.D..KEL.W.M.R.QPIQKEIMQKQNSTTEDTIVP ..GK..FNILMQ..ES...DR....~.~.QVQ..T.VS.IM.. ... V.D*
Bt IFNb (P01578) ..S...I.D..KEL.W.M.R.QPIQKEIMOKQNSTTEDTIVP ..GK..FNILMQ..ES...DR....~.~.QVQ..T.VS.IM.. ... V.D*
Ss IFNbl (mature)  ..... VIKTI.VELDG.MDD.ETILEEIMEE . NFPRGDMTIL ..K..LS..Q...S...RS....~.~.QV...... S.L....D....*
Ss IFNbl (AY687281) ..... VIKTI.VELDG.MDD.ETILEEIMEE . NFPRGDMTIL .. K..LS..Q...S...RS....~.~.QV...... S.L....D....*
Ss IFNbl (Q68I64)  ..... VIKTI.VELDG.MDD.ETILEEIMEE . NFPRGDMTIL K..LS..Q...S...RS....~.~.QV...... S.L....D....
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NA.HC L. .F~LMAVS HGTVIESL.S.NN...SSGI..EEK~S D.WR. .QKDG.M. .L. I LR. .EVL. .N.A.SNNIS
---.NA.HC...L. .F-LMAVS. ... HGTVIESL.S.NN...SSGI..EEK-S...D.WR..QKDG.M. .L. I LR. .EVL. .N.A.SNNIS
-—-.N...F....... AI STY..QA AFF..I....E....SNP..G.G.P...D....... D..K..I............ E.L..N.V....MD
——————————————————————— Y..QA AFF..I....E....SNP..G.G.P...D.......D..K..IT............E.L..N.V. .MD
---.N...F....... AI STY..QA AFF..I....E....SNP..G.G.P...D....... D..K..I............ E.L..N.V. .MD
--=.N...F....... AI STY..QA AFF..I....E....SNP..G.G.P...D....... D..K..I............ E.L..N.V....MD
e F..LL..GL..FS.S.G .GQFFR.I....E....SSP...KG.P..SE...... D... K..I............ E.L..N.V..R.MD
—————————————————————————— .GQFFR.I....E....SSP.. .KG.P..SE......D...K..I............E.L..N.V. .R.MD
e F..LL..GL..FS.S.G .GQFFR.I....E....SSP...KG.P..SE...... D...K..I............ E.L..N.V..R.MD
e F..LL..GL..FS.S.G .GQFFR.I....E....SSP...KG.P..SE...... D...K..I............ E.L..N.V..R.MD
MTCQT .NLFV.SVIMIYYG HTASSLNLVQLODDIDK. .AD..SS...... G.PIIVEK....T.RNEKR.IL..... M.LEMLE . TDKSKPHI.HIS

HTASSLNLVQLODDIDK. .AD..SS...... G.PIIVEK....T.RNEKR.IL..... M.LEMLE . TDKSKPHT .HIS
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TIKEDMNVKEFEFNSN] DFEKLTNYSVTDLNVQRKATHELIQVMAELSP. TGKRKRSOMLFRGRRASQ*
V.ESHLITT..SNS.A.K.A MSIAKFE.NNPQ Q.FN...R.VHQ.L.ESSLR..... RC*
V.ESHLITT..SNS.A.K.A .MSIAKFE.NNPQ...Q.FN...R.VHQ.L.ESSLR..... RC--———-———-—-
..... LF......STS.LE..Q..IQIP.N..K......S...K..ND.. .K.NLR......NP......L.~-
..... LFA.....STS.LE..Q..IQIP.N..K......S...K..ND.. .K.NLR......NP......L.-
..... LF......STS.LE..Q..IQIP.N..K......S...K..ND...K.NLR......NP......L.~-
..... LF......STS.LE..Q..IQIP.N..K......S...K..ND.. .K.NLR......NP......L.~-
I..Q0..FQ..L.GSSE.LE. .K..IQIP.D..QI..... N...K..ND...KSNLR...... N........ M-
I..0..FQ..L.GSSE.LE. .K..IQIP.D..QI..... N...K..ND...KSNLR...... N........ T-
I..Q0..FQ..L.GSSE.LE. .K..IQIP.D..QI..... N...K..ND...KSNLR...... N........ T-
I..Q..FQ..L.GSSE.LE. .K..IQIP.D..QI..... N...K..ND...KSNLR...... N........ M-
EELYTLKNNLPDG~V. .VK.IMD.AKLPMN. .RI... .AN..FSILQK.VDPPSFK~..... SQR.CNC*
EELYTLKNNLPDG~V..VK.IMD.AKLPMN. .RI....AN..FSILQK.VDPPSFK~..... SQR.CNC*
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.T....NC..PPFD.~D.N..... V...QK..GC..TF..GCP~.ES...Q..QQ.IN.S....V.LI. .VE. . WQLP.SF.W...DE.M....S....

.F..D.DVLESSSL. EET.Y . . SCLCLOKKPRLDSEHTTVDV.VITVRKGRGARS . .R. .VL....T..LRR~~.RSRD.ADS.. .ALLEEV.

.F..D.DVLESSSL. EET.Y . . SCLCLOKKPRLDSEHTTVDV.VIVRKGRGARS . .R. .VL....T..LRR~~.RSRD.ADS. . .ALLEEV.
T...PIN....... D.NE.L D..... SCI.H...GSMG..N...Q..HQF.N.S...VV..I...E...NS~~AYAHV.HDD..RSILS....
T...PIN....... D.NE.L.......... SCI.H...GSMG..N...Q..HQF.N.S...VV..I...E...NS~~AYAHV.HDD. .RSILS....
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MYRMOLLSCIALSLALVTNS APTSSSTKKTQLOQLEHLLLDLOMILNGINNYKNPKLTRMLTFKFYMPKK~ATELKHLOQCLEEELKPLEEVLNLAQS
K AL T..VLA. .~~~~. .. ... KRE. .Q..KQ.QOM. .KLL.E.V. .N..... SK..... IN. .. v i i M.KNFL
...... KRE..Q..KQO.OM. .KLL.E.V. .N.....SK.....IN eeeeieieeeaeea....M_KNFL
K. A LTLOUVLA.L (v oL KRE..Q..KQ.QOM. .KLL.E.V. .N..... SK..... IN. ...~ ittt e M.KNFL
............ T..VLA. ......KRE..Q. .KQ.OM. .KLL.E.V. .N.....SKI....IN....~...................M KNFL.
KI........ T ALGrvm~ L GN.MKEVKS...... LL.EKVK.PE.L..S..H..D. . V. .VN....... K..L P P P.
....... GN.MKEVKS......LL.EKVK.PE.L..S..H..D..V..VN.......K..L D PR
.SA . YKIQLLSCIALTLALVANG~....... GN.MKEVKS...... LL.EKVK.PE.L..S..H..D. .A. . VN....... K..L Lol P.
CKIL Lol T....A.Gv~~~. ... GN.MKEVKS. ..... LL.EKVK.PE.L..S..H..D..V. . VN....... K..L....L........ P.
.MCKV.IFGCISVAM.M.TAYG~~.SL. .AKR.PLQT.IKD LE. .EN.K.KIHLE.YTPTETQECTQQTLQCY .GEVVT .KK.TEDDT . IKEEFVT
.SL. .AKR.PLQOT.IKD LE. .EN.K.KIHLE.YTPTETQECTQQTLQCY .GEVVT .KK.TEDDT . IKEEFVT
.MCKV.IFGCISVAM.M.TAYGA~~SL. .AKR.PLQT.IKD LE. .EN.K.KIHLE.YTPTETQECTQQTLQCY .GEVVT .KK.TEDDT . IKEEFVT
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DIKE.M..... T..G...... R.T...D...G....... K........ F..M.*
DIKE.M..... T..G...... R.T...D...G....... K........ F..M.*
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NM 000589 MGLTSQLLPPLFFLLACAGNFVHGHKCDITLQEIIKTLNSLTEQ KTLCTELTVTDIFAASKNTTEKETFCRAATVLRQFYSHHEKDTRCLGATAQQF
EU000425 ... Y. . ILAVC....TS..IQ.C.Y............ N..DGKG.NS.M....A.A. .GP...DG.. .K..Q.L.KR.
VIRN EU438769 JILAVC.. .. TS..IQ.C.Y. ... ... ..... N..DGKG.NS.M....A.A. .GP...DG.. I....K..Q.L.KR.
(mature) C.Y............ N..DGKG.NS.M....A.A..GP DG..~I .K..Q.L.KR.
NM 173921 ... Y, . I.V.VC..V.TSH........... A....... I..TR~~.NS.M..P.A.V...P........... VGIE..RI.RS.
VIRN EU276069 = ~....... I.V.VC..V.TSH........... A....... I..TR~~.NS.M..P.A.V...P........... VGIE..RI.RS.
(mature) 0 cocsssasasaaaannnnnnnnnn L0 A....... I.. TR~~.NS.M..P.A. V... P........... VGIE. .RI.RS.
(VIRN) NM 001007079 MSSSLPT..AL.VL.AGPGAVPTLCLQLSVP.M.S.RIV.DIQGE VS.VKMN...... DN.TNNKT.LL.K.S.IVWESQHC.
(mature) LOLSVP.M.S.RIV.DIQGE VS.VKMN. ..... DN.TNNKT.LL.K.S.IVWESQHC.
110 120 130 140 150
O e e e e e O S I
NM 000589 HRHKQLIRFLKRLDRNLWGLAGLNSCPVKEANQST~~LENFLERLKTIMREKYSKCSS*
EU000425 SLIKEC.SG..... K.M.NGTC.T.N. .KK..~~.KD......... K...... *
VIRN EU438769 SLIKEC.SG..... K. M.NGTC.T.N. .KK..~~.KD......... K...... *
(mature) SLIKEC.SG..... K. M.NGTC.T.N. .KK..~~.KD......... K...... *
NM 173921 TC.NK..GG..... NS..SKTCS~.N..KT..ST.KDL........ K...... *
VIRN EU276069 TC.NK..GG..... NS..SKTCS~.N..KT..ST.KDL........ K...... *
(mature) TC.NK. .GG..... NS..SKTCS~.N. .KT..ST.KDL........ K...... *
(VIRN) NM 001007079 .QGLFLNMRQL.NASSTSLKA.CPT .AGN.TSM.K. .AD.R. FFHQLAKNK*
(mature) .QGLFLNMRQL .NASSTSLKA.CPT.AGN.TSM.K. .AD.R. FFHQLAKNK*
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Hs IL-5 (NM_010558) MRMLLHLSLLALGAAYVYA~~IPTEIPTSALVKETLALLSTHRTLLIANETLRI PVPVHKNHQLCTEEIFQGIGTLESQTVQGGTVERLFKNLSLIKKY T
HS IL-5 (PO5L12) ottt e e
Mm IL-5 (NM_010558) . .RM.LHLSVLTLSCVWAT~~~AM. ..M.TV. . ... TQ..A..A..TS...M.L...T....... IG..... ILDI.KN...R..... M..Q.........
Mm IL-5 (P04401) . .RM.LHLSVLTLSCVWAT~~~AM...M.TV. . ... TQ..A..A..TS...M.L...T....... G..... ILDI.KN...R..... M..Q.........
Ec IL-5 (U91947)  ........ Voo C.~~LAV.S.MNR..A...T.......... GDGN.M..T.E....... I..V....D..KN..... DA.2K..Q...... G
Ec IL-5 (002699)  ........ Voo C.~~LAV.S.MNR..A...T.......... GDGN.M..T.E....... I..V....D..RN..... DA.2K..Q...... G
Bt IL-5 (VIRN) LLLUHLLUTLVL L C.NA~~V.STMNR. .A...T...S...... GDGN.M..T.Q.T..... I..V....D..KN..A. DA.KKI.Q...... E
Bt IL-5 (mature) V.STMNR..A...T...S...... GDGN.M..T.Q.T..... I..V....D..KN..A. DA.KKI.Q...... E
Bt IL-5 (NM_173922) LLLHLLUTLVL L. C.NA~~V.STMNR..A...T...S...... GDGN.M..T.Q.T..... I..V....D..KN..A. .DA.KKI.Q...... E
Bt IL-5 (P52173) LLUHLLUTLV. L C.NAT~V.STMNR..A...T...S...... GDGN.M..T.Q.T..... I..V....D..KN..A..DA.KKI.Q...... E
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Hs IL-5 (NM 010558) DGOKKKCGEERRRVNQFLDYLQEFLGVMNTEWIIES
Hs IL-5 (PO5112) ottt
Mm IL-5 (NM_010558) R..E........ TR. oo S...AM.G*
Mm IL-5 (P04401) R..E........ TR. e S...AM.G
Ec IL-5 (U91947) Lo..... G..W.. Koo . I....T..G*
Ec IL-5 (002699) L., .. G..W..K. .. . I....T..G
Bt IL-5 (VIRN) L..R...G..W..K....... V....I....TM..*
Bt IL-5 (mature) L..R...G..W..K....... V....I....TM..*
Bt IL-5 (NM_173922) L..R...G..W..K....... V....I....TM..*
Bt IL-5 (P52173) L..R...G..W..K....... V....I....TM.
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.K~.LSARDFHPVAF. . .M. .TTT AFPTSQVRRG . FTEDTT.N.~.VY~.T.QVGGLITHVLWEIVE~M. . .L. .GNSD.MNNDD. . . . ... K..E
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