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Our research focuses on applying X-ray 

crystallography to human lysosomal 

enzymes to understand the molecular 

basis for lysosomal storage disorders.

The insights we gain from from from 

analyzing the atomic structures of these 

human glycoproteins helps us to develop 

therapeutic approaches to treating these 

diseases in humans.  Additional 

biochemical and cellular experiments are 

used to test the hypothesis we develop 

from the structural biology experiments.
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